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Abstract

For the past 30 years, the hatchery production of sea bass (Lates calcarifer Bloch) in Thailand has not
used genetic data for broodstock management. Recently, hatcheries operators become concerned over the
declining genetic variation of available broodstock. Using seven microsatellite DNA loci, we analyzed four
hatchery samples, a stock from a private hatchery in Chonburi (TT-H), two stocks from a government hatchery at
the Rayong Coastal Fisheries Research and Development Center (founding stock; RA-H and selected individuals
from an F1 generation; RF-H) and a stock from a hatchery of the Nakhon Si Thammarat Coastal Fisheries
Research and Development Center. (NK-H) and three wild samples, Chantaburi (CH-W), Trat (TR-W) and
Nakhon Si Thammarat (PN-W). We detected 63 alleles in all samples. The genetic variation of hatchery samples
(A = 5.86-7.43, A = 5.70-7.27, H = 0.68-0.78, H = 0.65-0.75) did not differ from that of the wild samples
(A =757-843,A = 6.97-7.64, H = 0.72-0.79, H, = 0.71-0.75). However, RF-H tended to lose genetic variation
faster than other samples.

Samples from different locations were genetically different (Global F = 0.025, p < 0.001). The two wild
samples from the Upper Gulf of Thailand (TR-W and CH-W) were genetically different from one in the Lower
Gulf of Thailand (PN-W). Hatchery samples were genetically distinct in most sample pairs. RF-H was most
genetically distinct compared to other samples. Natural populations in the Gulf of Thailand might have been
genetically separated by the long distance between the Upper and Lower Gulf of Thailand. Existing genetic
differences among hatchery samples may be desirable as these stocks can be genetic resources for a development
for a base population for a selective breeding program. Furthermore, genetic drift during hatchery production
could play a major role in reducing genetic diversity and enhancing genetic divergence of a selectively bred

population.
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