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Using HAT-RAPD technique for species identification of Stemona spp. roots
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ABSTRACT

Stemona curtisii root is currently used as
herbal insecticide due to its production of alkaloids,
specifically stemocurtisine. However, industrial
production of insecticide from S. curtisii is problematic
due to its high similarity to roots from other species.
In this study, DNAs of Stemona spp. roots were
extracted using Dellaporta et al. extraction method

(1983) and analyzed by high annealing temperature

random amplified polymorphic (HAT-RAPD) technique
with 20 primers. Results showed that 10 primers,
including B-01, B-05, B-07, N-13, N-18, O-10, OPAG
07, OPAG 14, OPAI 08 and OPAJ 09, produced
DNA bands that can be used to distinguish S. curtisii
from other species.
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Table 1 Name and sequence of primers used in this study.

Name Primer sequence (5'—3')
B-01 GTTTCG CTC C
B-02 TGA TCC CTG G
B-03 CAT CCCCCT G
B-04 GGACTG GAG T
B-05 TGC GCC CTT C
B-07 GGT GAC GCA G
B-20 GGA CCC TTAC
N-05 ACT GAACGC C
N-13 AGC GTC ACT C
N-18 GGT GAG GTC A
0-01 GGC ACG TAA G
0-02 ACG TAG CGT C
0-03 CTGTTGCTAC
0-09 TCC CAC GCA A
0-10 TCA GAG CGC C
0-18 CTC GCT ATC C
OPAG-07 CAC AGA CCT G
OPAG-14 CTC TCG GCG A
OPAI-08 AAG CCC CCC A
OPAJ-09 ACG GCA CGC A
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Figure 1 HAT-RAPD pattern using primer B-07 (M = GeneRuler™ 100 bp Plus DNA Ladder, (Fermentus,
California, USA); B = S. burkillii; T1 and T2 = S. tuberosa; C1 and C2 = S. curtisii; U1 = unknown 1; U2 =

unknown 2).
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Figure 2 HAT-RAPD pattern using primer OPAG 14 (M = GeneRuler™ 100 bp Plus DNA Ladder,
(Fermentus, California, USA); B = S. burkillii; T1 and T2 = S. tuberosa; C1 and C2 = S. curtisii; U1 = unknown 1;

U2 = unknown 2).
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